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Form A, part 1 

 
Exchange of data on research centres and laboratories 

 

 

1. Name(s) of facility: 

Bernhard-Nocht-Institut für Tropenmedizin 

 

2. Responsible public or private organization or company: 

Free and Hanseatic City of Hamburg 

 
3. Location and postal address: 

Bernhard-Nocht-Straße 74 

D-20359 Hamburg 

 

4. Source(s) of financing of the reported activity, including indication if the activity is wholly or partly 

financed by the Ministry of Defence: 

- Free and Hanseatic City of Hamburg 

- Federal Ministry of Health 

- European Commission 

- German Research Foundation 
 

5. Number of maximum containment units within the research centre and/or laboratory, with the 

indication of their respective size (m²): 

Two maximum containment units (biosafety level 4), approx. 150 m² 

 

6. Scope and general description of activities, including type(s) of micro-organisms and/or toxins as 

appropriate: 

Diagnosis of and research on viruses causing hemorrhagic fevers (Lassa, Ebola, Marburg, Crimean-

Congo hemorrhagic fever). Research includes basic research on virus replication, immunology, and 

pathogenesis, as well as applied research on therapy and prophylaxis. 
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Form A, part 1 

 
Exchange of data on research centres and laboratories 

 

 

1. Name(s) of facility:  

Friedrich-Loeffler-Institut (Federal Research Institute for Animal Health)  

 

2. Responsible public or private organization or company:  

Federal Ministry of Food and Agriculture  

 
3. Location and postal address:  

Südufer 10  

D-17493 Greifswald – Insel Riems 

  

4. Source(s) of financing of the reported activity, including indication if the activity is wholly or partly 

financed by the Ministry of Defence:  

- Federal Ministry of Food and Agriculture 

  

5. Number of maximum containment units within the research centre and/or laboratory, with the 

indication of their respective size (m²):  
Three maximum containment units, approx. 190 m²,  

(FMD laboratory with effluent treatment, negative pressure and HEPA filters to protect the 

environment according to FAO standards, no equipment for the protection of staff, therefore 

unsuitable for work with human pathogens)  

 

6. Scope and general description of activities, including type(s) of micro-organisms and/or toxins as 

appropriate:  

Diagnosis of and research on animal diseases  

Veterinary medicine: mechanisms of pathogenesis, vaccines, diagnosis of Foot and mouth disease, 

Bovine spongiform encephalopathy, African swine fever, Classical swine fever and other animal 
diseases caused by viruses 
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Form A, part 1 

 
Exchange of data on research centres and laboratories 

 

1. Name(s) of facility: 

Institut für Virologie der Philipps Universität Marburg 

 

2. Responsible public or private organization or company: 

Philipps-University Marburg 

 

3. Location and postal address: 

Hans-Meerwein-Strase 3 
D-35043 Marburg 

 

4. Source(s) of financing of the reported activity, including indication if the activity is wholly or partly 

financed by the Ministry of Defence: 

-  State of Hessen 

-  German Research Foundation (Deutsche Forschungsgemeinschaft) 

-  Federal Ministry of Education and Research 

-  European Union 

 

5. Number of maximum containment units within the research centre and/or laboratory, with the 
indication of their respective size (m2): 

Two maximum containment units, 110 m2 each 

 

6. Scope and general description of activities, including type(s) of micro-organisms and/or toxins as 

appropriate: 

Basic research on Marburg virus, Ebola virus, Lassa virus, Nipah Virus, SARS-Corona Virus, Junin Virus 

and Crimean-Congo Hemorrhagic Fever Virus. Diagnostic services in surveillance of Class 4 - viruses 

and smallpox virus. Development and characterization of vaccines.
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Form A, part 2(i) 
 

National Biological Defence Research and Development Program Declaration 

 

 

Are there any national programmes to conduct biological defence research and development 
within the territory of the State Party, under its jurisdiction or control anywhere? 

Activities of such programmes would include prophylaxis, studies on pathogenicity and 

virulence, diagnostic techniques, aerobiology, detection, treatment, toxinology, physical 

protection, decontamination and other related research. 

 

                                                                              YES  

 

If the answer is YES, complete Form A, part 2 (ii) which will provide a description of each programme. 
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Form A, part 2 (ii) 

National biological defence research and development programmes 

 

Description 

1. State the objectives and funding of each programme and summarize the principal  

research and development activities conducted in the programme. Areas to be 

addressed shall include: prophylaxis, studies on pathogenicity and virulence, 
diagnostic techniques, aerobiology, detection, treatment, toxinology, physical 

protection, decontamination and other related research. 

 

Federal Ministry of Health: 

The biological defence research and development activities of the Federal Ministry of 

Health are exclusively conducted at the Centre for Biological Threats and Special 

Pathogens (Zentrum für Biologische Gefahren und Spezielle Pathogene, ZBS) of the 

Robert Koch Institute (RKI). 

      The Robert Koch Institute is one of the central institutions for health protection in 

Germany. It serves the Federal Ministry of Health as a central scientific institution in 
the field of biomedicine. The Institute combines risk research with political advice. Its 

most important tasks include protection against infectious diseases and the analysis 

of the health situation in Germany. 

      The Centre for Biological Threats and Special Pathogens (Zentrum für Biologische 

Gefahren und Spezielle Pathogene, ZBS) has the mission (1) to identify unusual 

biological events with highly pathogenic agents that might be used with bioterrorist 

intent. (2) In addition, ZBS assesses the health implications for the general public and 

(3) works on preparedness and response for such incidents. This also includes 

informing decision-makers and professionals on incidents and to advise and support 
them on measures to be taken accordingly. In summary, in managing biological 

incidents, the centre’s tasks include a) identification, b) preparedness, c) information, 

d) response. 

     The centre’s work is not limited exclusively to the identification, assessment and 

handling of possible bioterrorist attacks. Rather the skills already acquired and those 

to be developed are also used for the investigation of natural outbreaks or those 

caused by accidents involving special and highly pathogenic agents and toxins. 

 

 

     Federal Ministry of Defence: 
      The R&D activities of the national program include: prophylaxis, diagnostic 

techniques, sampling and detection techniques, toxinology, decontamination, and 

physical protection. Summaries and objectives of all research and development 

projects in the field of CBRN Medical Defence are accessible via Internet 

http://www.sanitaetsdienst-bundeswehr.de. 

 

2. State the total funding for each programme and its source. 
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     Federal Ministry of Health: 

     The total funding for personnel, consumable items and equipment for ZBS in 2014   

     was approximately 6.3 million EURO. 

 

     Federal Ministry of Defence: 

     The total funding in 2014 was approximately 9.1 million EURO. 

 

3. Are aspects of these programmes conducted under contract with industry, academic 

institutions, or in other non-defence facilities? 

     Federal Ministry of Health: 

     No 

      (Less than 1 per cent of the budget for biodefence research and development 

activities is expended in contracted facilities. Contractors address subsidiary aspects 

of the activities only.) 

 

     Federal Ministry of Defence: 

     Yes 

 

4. If yes, what proportion of the total funds for each programme is expended in these 
contracted or other facilities? 

     Federal Ministry of Health: 

      n.a. 

 

     Federal Ministry of Defence: 

      Approx.  7.0  percent 

 

5. Summarize the objectives and research areas of each programme performed by 

contractors and in other facilities with the funds identified under paragraph 4. 

     Federal Ministry of Health: 
      n.a. 

 

     Federal Ministry of Defence: 

     The objectives of the contracted activities is to provide pertinent expertise and 

hardware to the Federal Ministry of Defence for the improvement of B-defence 

capabilities. The research areas are the same as mentioned above under #1. 

 

6. Provide a diagram of the organizational structure of each programme and the 

reporting relationships (include individual facilities participating in the programme). 

      Federal Ministry of Health: 

 

 

 

 

       

 

 

Federal Ministry of 

Health 

Centre for 
Biological Threats 

and Special 
Pathogens 

Robert Koch 

Institute 
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       Federal Ministry of Defence: 

 

 

 

7. Provide a declaration in accordance with Form A, part 2 (iii) for each facility, both 

governmental and non-governmental, which has a substantial proportion of its 

resources devoted to each national biological defence research and development 

programme, within the territory of the reporting State, or under its jurisdiction or 

control anywhere. 

      Federal Ministry of Health: 

      Form A, part 2 (iii) is attached for the Centre for Biological Threats and Special 

Pathogens at the Robert Koch Institute. 

 

      Federal Ministry of Defence: 

      4 Forms A, part 2(iii) are attached. 
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Form A, part 2 (iii) 

National biological defence research and development programmes 

Facilities 

Complete a form for each facility declared in accordance with paragraph 7 in Form A, 
part 2 (ii). 

In shared facilities, provide the following information for the biological defence research 

and development portion only. 

 

1. What is the name of the facility? 

Institut für Mikrobiologie der Bundeswehr (Bundeswehr Institute of Microbiology) 

2. Where is it located? 

D-80937 München, Neuherbergstraße 11 

(48°12`  north, 11°34 `  east) 

3. Floor area of laboratory areas by containment level: 

BL 2                      1258 m2 

BL 3                             67 m² 

BL 4                            -- m² 

Total Laboratory Floor Area                   1325 m2  

 

4. The organisational structure of the facility: 
I) Total number of personnel:  65 

II) Division of personnel: 

 Military     41 

 Civilian     24 

III) Division of personnel by category: 

 Scientists    20 

 Technicians    39 

        Admin. and support staff    6 

IV)   Represented scientific disciplines: 
              Medicine, veterinary medicine, microbiology, virology, bacteriology, immunology, molecular  

              biology, epidemiology, laboratory medicine 

V)    Contractor staff:                                          16 

VI)   Source of funding:      Federal Ministry of Defence 

VII)  Funding levels for the following program areas: 

The funding for personnel, consumable items and equipment in 2014 was approx.  

5.8  million EURO. 

Research                                                       40 % 

            Development    25 % 

 Test and Evaluation   25 % 
          Education and Training                             10 %      

VIII) Publication policy: 

         Results are published in scientific journals as well as in reports to the Federal Ministry of    

         Defence and will be presented in national and international scientific meetings. 

IX)    Lists of public available papers and reports resulting from the work during the previous 12  
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               month: 
Publications, „peer-reviewed“ 

1. J, Ziegler U, Dobler G, Vahlenkamp T (2013). Stechmücken-übertragene Viren in 
Deutschland. Rundschau für Fleischhygiene und Lebensmittelüberwachung 7/2013, 261-264. 

2. Antwerpen M, Georgi E, Zimmermann P, Hoermansdoerfer S, Meyer H, Grass G 2014  Draft 
Genome Sequence of Strain BF-4, a Lysinibacillus-Like Bacillus Isolated during an Anthrax 
Outbreak in Bavaria. Genome Announc: 2. 

3. Baggi F, Taybi A, Kurth A, Van HM, Di CA, Wölfel R, Gunther S, Decroo T, Declerck H, 
Jonckheere S. 2014. Management of pregnant women infected with Ebola virus in a treatment 
centre in Guinea, June 2014. Euro Surveill: 19. 

4. Bleichert P, Espirito Santo C, Hanczaruk M, Meyer H, Grass G. 2014. Inactivation of bacterial 
and viral biothreat agents on metallic copper surfaces. Biometals: 27:1179-1189. 

5. Bleves S, Dunger I, Walter MC, Frangoulidis D, Kastenmüller G, Voulhoux R, Ruepp A. 2014. 
HoPaCI-DB: host-Pseudomonas and Coxiella interaction database. Nucleic Acids Res: 42 
(Database issue):D671-6 

6. Dobler G, Fingerle V, Hagedorn P, Pfeffer M, Silaghi C, Tomaso H, Henning K, Niedrig M. 
2014. Gefahr der Übertragung von Infektionserregern durch Ixodes ricinus in Deutschland. 
Bundesgesundheitsblatt Gesundheitsforschung Gesundheitsschutz: 57(5):541-548. 

7. Felder E, Wölfel R. 2014. Development of a versatile and stable internal control system for 
RT-qPCR Assays. J Virol Methods: 208:33-40. 

8. Frangoulidis D, Walter MC, Antwerpen MH, Zimmermann P, Janowetz B, Alex M, Böttcher J, 
Henning K, Hilbert A, Ganter M, Runge M, Münsterkötter M, Splettstoesser WD, Hanczaruk M.  
2014. Molecular analysis of Coxiella burnetii in Germany reveals evolution of unique clonal 
clusters. Int J Med Microbiol: 304(7):868-76 

9. Frey S, Essbauer S, Zöller G, Klempa B, Dobler G, Pfeffer M. 2014. Full genome sequences 
and preliminary molecular characterization of three tick-borne encephalitis virus strains 
isolated from ticks and a bank vole in Slovak Republic. Virus Genes: 48(1):184-188. 

10. Gérôme P, Le Flèche P, Blouin Y, Scholz HC, Thibault FM, Raynaud F, Vergnaud G, Pourcel 
C. 2014 Yersinia pseudotuberculosis ST42 (O:1) Strain Misidentified as Yersinia pestis by 
Mass Spectrometry Analysis. Genome Announc: 12:2(3). pii: e00435-14. doi: 
10.1128/genomeA.00435-14. 

11. Hanczaruk M, Reischl U, Holzmann T, Frangoulidis D, Wagner DM, Keim PS, Antwerpen MH, 
Meyer H, Grass G. 2014. Injectional anthrax in heroin users, Europe, 2000-2012. Emerg Infect 
Dis: 20(2):322-3 

12. Ibrahim SM, Antwerpen M, Georgi E, Vette P, Zoeller G, and H Meyer. 2014. Complete 
Genome Sequence of the Embu Virus Strain SPAn880. Genome Announc: 2 (6)  

13. Karlsson E, Macellaro A, Byström M, Forsman M, Frangoulidis D, Janse I, Larsson P, 
Lindgren P, Ohrman C, van Rotterdam B, Sjödin A, Myrtennäs K. 2014.  Eight new genomes 
and synthetic controls increase the accessibility of rapid melt-MAMA SNP typing of Coxiella 
burnetii. PLoS One: 21:9(1):e85417. 

14. Kuchuloria T, Imnadze P, Chokheli M, Tsertsvadze T, Endeladze M, Mshvidobadze K, Clark 
DV, Bautista CT, Abdel FM, Pimentel G, House B, Hepburn MJ, Wölfel S, Wölfel R, Rivard 
RG. 2014. Viral hemorrhagic fever cases in the country of Georgia: Acute Febrile Illness 
Surveillance Study results. Am J Trop Med Hyg: 91:246-248. 
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15. Mayer-Scholl A, Hammerl JA, Schmidt S, Ulrich RG, Pfeffer M, Woll D, Scholz HC, Thomas A, 
Nöckler K. 2014. Leptospira spp. in rodents and shrews in Germany. Int J Environ Res Public 
Health: 24:11(8):7562-74. doi: 10.3390/ijerph110807562. 

16. Müller J, Bässler C, Essbauer S, Schex S, Müller DWH, Opgenoorth L, Brandl R. 2014. 
Relative heart size in two rodent species increases with elevation: reviving Hesse's rule. 
Journal of Biogeography: doi: 10.1111/jbi.12365 

17. Olsen JS, Scholz H, Fillo S, Ramisse V, Lista F, Trømborg AK, Aarskaug T, Thrane I, Blatny 
JM. 2014. Analysis of the genetic distribution among members of Clostridium botulinum group 
I using a novel multilocus sequence typing (MLST) assay. J Microbiol Methods: 96:84-91. doi: 
10.1016/j.mimet.2013.11.003.  

18. Reuter S, Connor TR, Barquist L, Walker D, Feltwell T, Harris SR, Fookes M, Hall ME, Fuchs 
TM, Corander J, Dufour M, Ringwood T, Savin C, Bouchier C, Martin L, Miettinen M, Shubin 
M, Riehm JM, Laukkanen-Ninios R, Sihvonen LM, Siitonen A, Skurnik M, Falcão JP, 
Fukushima H, Scholz HC, Prentice MB, Wren BW, Parkhill J, Carniel E, Achtman M, McNally 
A, Thomson NR. 2014. Parallel independent evolution of pathogenicity within the genus 
Yersinia. PNAS www.pnas.org/cgi/doi/10.1073/pnas.1317161111. 

19. Savin C, Martin L, Bouchier C, Filali S, Chenau J, Zhou Z, Becher F, Fukushima H, Thomson 
NR, Scholz HC, Carniel E. 2014. The Yersinia pseudotuberculosis complex: characterization 
and delineation of a new species, Yersinia wautersii. Int J Med Microbiol: 304(3-4):452-63. doi: 
10.1016/j.ijmm..02.002. Epub 2014 Feb 18. 

20. Schack M, Sachse S, Rödel J, Frangoulidis D, Pletz MW, Rohde GU, Straube E, Boden K. 
2014. Coxiella burnetii (Q fever) as a cause of community-acquired pneumonia during the 
warm season in Germany. Epidemiol Infect: 142(9):1905-10. 

21. Schmidt S, Essbauer S, Mayer-Scholl A, Poppert S, Schmidt-Chanasit J, Klempa B, Henning 
K,  Schares G, Groschup M, Spitzenberger F, Heckel  G, Richter D, and Ulrich R. 2014. 
Multiple infections of rodents with zoonotic pathogens in Austria. Vector-Borne and Zoonotic 
Diseases: 14(7): 467-475.  

22. Scholz HC, Pearson T, Hornstra H, Projahn M, Terzioglu R, Wernery R, Georgi E, Riehm JM, 
Wagner DM, Keim PS, Joseph M, Johnson B, Kinne J, Jose C, Hepp CM, Witte A, Wernery U. 
2014. Genotyping of B. mallei from an outbreak of glanders in Bahrain suggests multiple 
introduction events. Plos Negl Trop Dis. 10.1371/journal.pntd.0003195. 

23. Sharma A, Heijenberg N, Peter C, Bolongei J, Reeder B, Alpha T, Sterk E, Robert H, Kurth A, 
Cannas A, Bocquin A, Strecker T, Logue C, Caro AD, Pottage T, Yue C, Stoecker K, Wölfel R, 
Gabriel M, Gunther S, and Damon I. 2014. Evidence for a decrease in transmission of ebola 
virus - lofa county, Liberia, June 8-November 1, 2014. Morb Mortal Wkly Rep: 63:1067-1071. 

24. Starke  M, and Fuchs TM. 2014. YmoA negatively controls the expression of insecticidal 
genes in Yersinia enterocolitica. Mol. Microbiol: 92(2):287-30.  

25. Svoboda P, Dobler G, Markotić A, Kurolt I-C, Speck S, Habuš J, Vucelja M, Krajinović LC, 
Tadin A, and Essbauer S. 2014. Hantaviruses, tick-borne encephalitis virus and Rickettsia 
spp. in small rodents, Croatia. Vector borne Zoonotic Dis: 14(7):523-530.  

26. Thoma B.R, Müller J, Bässler C, Georgi E, Osterberg A, Schex S, Bottomley C, Essbauer SS. 
2014. Identification of factors influencing the Puumala virus seroprevalence within its reservoir 
in a montane Forest Environment. Viruses: 6(10):3944-3967.  

27. Tkachev S, Panov V, Dobler G, Tikunova N. 2014. First detection of Kemerovo virus in Ixodes 
pavlovskyi and Ixodes persulcatus ticks collected in Novosibirsk Region. Ticks Tick Borne Dis: 
5(5): 494-496.  
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28. Upadhyay AS, Vonderstein K, Pichlmair A, Stehling O, Bennett KL, Dobler G, Guo JT, Superti-
Furga G, Lill R, Överby AK, Weber F. 2014. Viperin is an iron-sulfur protein that inhibits 
genome synthesis of tick-borne encephalitis virus via radical SAM domain activity. Cell 
Microbiol: 16(6):834-48.  

29. Vollmar P, Schmoldt S, Fieser N, Riehm JM, Mendel N, Zöller L, Thoma B. 2014. 
Osteomyelitis caused by Burkholderia pseudomallei. Clin. Lab: 60:1-3. 

30. Wagner DM, Keim PS, Scholz HC, Holmes EC, Poinar H. 2014. Yersinia pestis and the three 
plague pandemics--authors' reply. Lancet Infect Dis: 14(10):919. doi: 10.1016/S1473-
3099(14)70923-5.  

31. Wagner DM, Klunk J, Harbeck M, Devault A, Waglechner N, Sahl JW, Enk J, Birdsell DN, 
Kuch M, Lumibao C, Poinar D, Pearson T, Fourment M, Golding B, Riehm JM, Earn DJ, 
Dewitte S, Rouillard JM, Grupe G, Wiechmann I, Bliska JB, Keim PS, Scholz HC, Holmes EC, 
Poinar H. 2014. Yersinia pestis and the plague of Justinian 541-543 AD: a genomic analysis. 
Lancet Infect Dis: 14(4):319-26. doi: 10.1016/S1473-3099(13)70323-2. Epub 2014 Jan 28. 

32. Walter MC, Vincent GA, Stenos J, Graves S, Frangoulidis D. 2014. Genome Sequence of 
Coxiella burnetii Strain AuQ01 (Arandale) from an Australian Patient with Acute Q Fever. 
Genome Announc: 2:2(5) 

33. Weller N, Clowes P, Dobler G, Saathoff E, Kroidl I, Ntinginya NE, Mabolko L, Löscher T, 
Hölscher M, Heinrich N. 2014. Seroprevalence of alphavirus antibodies in a cross-sectional 
study in southwestern Tanzania suggests endemic circulation of chikungunya. PLoS Negl 
Trop Dis: 8(7): e2979. 

34. Whatmore AM, Davison N, Cloeckaert A, Al Dahouk S, Zygmunt MS, Brew SD, Perrett LL, 
Koylass MS, Vergnaud G, Quance C, Scholz HC, Dick EJ Jr, Hubbard G, Schlabritz-
Loutsevitch NE. 2014. Brucella papionis sp. nov. isolated from baboons ( Papio spp.). Int J 
Syst Evol Microbiol: Sep 21. pii: ijs.0.065482-0. doi: 10.1099/ijs.0.065482-0. 

Publications, not „peer-reviewed“ 

1. Antwerpen MH (2013). Das Portfolio wird größer – MLVA für F. tularensis etabliert. 
Wehrwissenschaftliche Forschung, Jahresbericht 2012. 
 

2. Bleichert P, Speck S, Schex S, Müller J, Bässler C, Dobler G, Essbauer S (2013). Detection of 
Ricketsia felis, Rickettsia helvetica and an Asiatic rickettsia in Rodents, Germany. CBRN 
Medical Defense International Challenge 2, 15-16. 
 

3. Dobler G, Chitimia L (2013). A survey of canine vector-borne diseases in Romania. Proc. 8th 
Canine Vector-borne Diseases Symposium. pp. 24-27. St. Peterburg, Russland. 
 

4. Dobler G (2013). Zweimal ein Sechser im Flavivirus-Lotto. Ärztliches Journal Reise & Medizin 
2913, Sept 9/2013, 44-45. 
 

5. Essbauer S, Moßbrugger I, 2013: Bericht vom Workshop des Netzwerks „Nagetier-
übertragene Pathogene“. Wehrmed. Monatschrift. 420. 
 

6. Hanczaruk M, Thoma B, Schmoldt S, Antwerpen MH, Tiemann C, Knoop D, Hartmann A, 
Zöller L, Grass G. (2013). PLEX-ID™ Biothreat Assay, MCI Challenge 2/2013. 
 

7. Pfeffer M, Schmidt-Chanasit 
8. Reischl U, Straube E, Maaß M, Jacobs E, Schneider W, Fingerle V, Busch U, Frangoulidis D, 

Splettstösser W, Grass G, Reiter-Owona I (2013). Bakterien- und Pilzgenom-Nachweis 
PCR/NAT: Auswertung des Ringversuchs Mai 2013 von INSTAND e.V. zur externen 
Qualitätskontrolle molekularbiologischer Nachweisverfahren in der bakteriologischen 
Diagnostik. GMS Z Forder Qualitaetssich Med Lab 2013;4:Doc03. 
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9. Riehm JM, Georgi E, Scholz HC (2013). Neue Methode zur molekulargenetischen Typisierung 
von Clostridium botulinum Stämmen mittels Multilocus-VNTR-Analyse. Wehrwissenschaftliche 
Forschung, Jahresbericht 2012. 
 

10. Riehm JM, Seifert L, Zöller L, Harbeck M, Scholz HC (2013) Discovery and Characterization of 
an Early Me-dieval Plague Pathogen in the Neighborhood of Munich. Challenge, CBRN 
medical defense international 2/2013 S. 18-19. 
 

11. Schmoldt S. (2013). Rezension: Zoonosen. Zwischen Tier und Mensch übertragbare 
Infektionskrankheiten. Wehrmedizinsche Monatsschrift, Ausgabe 2013. 
 

12. Schmoldt S. (2013). Wissenschaftsbasierte Diagnostik hochpathogener Erreger. Management 
& Krankenhaus. Ausgabe 10/2013 Supplement, S10. 
 

13. Seifert L, Wiechmann I, Gruppe G, Thomas A, Riehm JM, Scholz HC, Harbeck M (2013). Das 
Rätsel der Justinianischen Pest: Nachweis von Yersinia pestis in Individuen aus Aschheim. 
Archäologische Informationen 2013 
 

14. Ulrich RG, Essbauer SS, Krüger DH, Pfeffer M, Nöckler K (2013). Nagetier-übertragene 
Zoonoseerreger in Deutschland. Internistische Praxis 2013; 53(1):207-232. 
 

15. Ulrich RG, Imholt C, Krüger DH, Krautkrämer E, Scheibe T, Essbauer SS, Pfeffer M (2013). 
Hantaviren in Deutschland: Gefahren für Zoo-, Heim-, Haus- und Nutztier? Berl Münch 
Tierärztl Wochenschr 2013,126:514–526. 
 

Publications in books  

1. Dobler G, Heininger U, Löscher T, Müller T. Tollwut. In: DGPI Handbuch Infektionen bei 
Kindern und Jugendlichen. 6. Aufl. 2013. pp. 532-537. Thieme-Verlag, Stuttgart. 
 

2. Dobler G, Hufert H. Kyasanur forest disease. In: Singh SK, Ruzek D (eds.). Viral Hemorrhagic 
Fevers. pp 525-539. CRC Press, Boca Raton. 
 

3. Kämpfer P, Scholz HC. The Genus Brucella. In: „The Prokaryotes”, 4th ed. Springer Verlag, in 
press. 
 

4. Splettstoesser W, Scholz D: Tularämie. In: „Handbuch Infektionen bei Kindern und 
Jugendlichen (DGPI)“. Thieme, Stuttgart; Auflage: 6., vollständig überarbeitete Auflage (18. 
September 2013). 
 

5. Thiermann H, Kehe K, Riehm J, Zöller L: Chemical and Biological Weapons. In: „Regulatory 
Toxicology“. Springer Verlag 2013. 
 

Patents  

1. Dienst N, Haager V, Wölfel R (2013). RCK 03 - Rapid Containment Kit 03, faltbarer 
Handschuhkasten zur Bearbeitung biologischer Proben. Unbeschränkte Inanspruchnahme 
durch die Bundesrepublik Deutschland, Bundesamt für Ausrüstung, Informationstechnik und 
Nutzung der Bundeswehr, Januar 2013. 
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Posters 

1. Antwerpen MH, Georgi E, Zimmermann P, Hörmansdorfer S, Meyer H, Grass G (2013). 
Genome Sequence of a Novel Lysinibacillus-like Bacillus Strain (BF-4) Isolated During an 
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Essbauer SS (2013). Predicting the Risk for Hantavirus Disease in a Montane Forest 
Environment. Medical Biodefense Conference 2013, 22.-25.10.2013, München. 
 

68.  Ulrich* R.G. & network “Rodent-borne pathogens” (2013). Pathogen hunting in Germany: The 
network “Rodent-borne pathogens”. Medical Biodefense Conference, 22.-25.10.2013, 
München. 
 

69.  Wagner D*, CM Hall, JM Riehm, D Kiefer, T Damdindorj, O Dashdavaa, G Dalantai, J Sahl, R 
Nottingham, AJ Vogler, P Keim, HC Scholz (2013). Diverse Lineages of Yersinia pestis are 
present in Mongolia; Medical Biodefense Conference, 22.-25.10.2013, München 
 

70.  Wagner DM*, CM Hall, JM Riehm, D Kiefer, T Damdindorj, O Dashdavaa, G Dalantai, J Sahl, 
R Nottingham, AJ Vogler, P Keim, HC Scholz (2013). Diverse lineages of Y. pestis in 
Mongolia. 11th International Symposium on Yersinia, June 2013, Suzhou, China.  
 

71.  Walter* M and Frangoulidis D (2013).The Art of (Coxiella) Genome Sequencing. 65. Tagung 
der Deutschen Gesellschaft für Hygiene und Mikrobiologie, 22.-25.09.2013, Rostock. 

 
72.  Wölfel* R (2013). A Southwest-Asian network for biosecurity and diagnosis of dangerous 

infectious diseases, National Center for Disease Control and Public Health of Georgia, 
10.12.2013, Tbilisi, Georgia. 
 

73.  Wölfel* R (2013). Bioforensics and Medical Bio Defense, 31th NATO BioMedAC, 22.05.2013, 
Winterbourne Gunner, UK. 
 

74.  Wölfel* R (2013). Biological Reconnaissance - Team Approach, United Nations Office for 
Disarmament Affairs, UNSGM Workshop, 28.05.2013, Copenhagen, Denmark. 
 

75.  Wölfel* R (2013). Biologische Kampfstoffe – Eine dunkle Seite der Mikrobiologie, 
Vorlesungsreihe, 17.-27.07.2013, Universitätsklinikum Leipzig. 
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76.  Wölfel* R (2013). Biosecurity – Biosafety, NATO Bio Warfare Defence Awareness Course, 
03.10.2013, NATO School Oberammergau. 
 

77.  Wölfel* R (2013). Bundeswehr Medical Bio Reconnaissance Capabilities, Concepts & 
Experience, NATO Bio Warfare Defence Awareness Course, 03.10.2013, NATO School 
Oberammergau. 
 

78.  Wölfel* R (2013). Dangerous Infectious Diseases and Biological Warfare Agents, 2nd Tactical 
Combat Casualty Care Symposium, 12.06.2013, Pfuhlendorf. 
 

79.  Wölfel* R (2013). Deutsches Partnerschaftsprogramm für biologische Sicherheit und 
Gesundheitssicherstellung, Projekte des Instituts für Mikrobiologie der Bundeswehr, 
14.10.2013, Auswärtiges Amt, Berlin. 
 

80.  Wölfel* R (2013). Forensische Aspekte in der B-Aufklärung, Fachtagung Biologische 
Kampfstoffe, 05.03.2013, Berlin. 
 

81.  Wölfel* R (2013). Medical Biodefense in Germany, MARCE CHHS Public Health 
Preparedness Conference, University of Maryland, 28.01.2013, Ellicott City, USA. 
 

82.  Wölfel* R (2013). Medical Countermeasures against Biological Attacks, NATO Bio Warfare 
Defence Awareness Course, 03.10.2013, NATO School Oberammergau. 
 

83.  Wölfel* R (2013). RDOIT - Eine Fähigkeit des Med. B-Schutzes, Konsiliargruppentagung 
Labormedizin/Mikrobiologie, 15.02.2013, München. 
 

84.  Wölfel* R (2013). The Bundeswehr Institute of Microbiology - Applied Research on Emerging 
Infectious Diseases, DZIF Autumn School, 26.09.2013, Bad Malente.  
 

85.  Wölfel* S; Schaper, SR; Dobler, G; Speck, S; Wölfel, R (2013). Development of a Rickettsia 
helvetica specific real-time polymerase chain reaction assay. Medical Biodefense 
Conference, 22.-25.10.2013, München. 
 

 
5.  Brief description of the biological defence work carried out at the facility, including types of micro-

organisms and/or toxins studied, as well as outdoor studies of biological aerosols: 

 a. Research, development and evaluation of approaches for the rapid detection, identification       

            and differentiation and typing of Orthopoxviruses, Alpha-, Flavi-, Bunya- and Filoviruses as   

            well as Coxiella, Burkholderia, Yersinia, Brucella, Bacillus and Francisella spp. using state of  

            the art techiques 

        b. Establishment of sequence data banks and tools for a forensic typing 

        c. Evaluation and production of test kits for the immunodiagnosis of relevant infections 

        d. Studies of the epidemiology, immunopathogenesis and immune response against         

            Francisella tularensis, Bacillus spp., Burkholderia spp., Brucella spp. and Yersinia spp., resp. 
            The current program covers pathogen R II and R III organisms.  

            

No outdoor studies of biological aerosols have been conducted. 
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Form A, part 2 (iii) 

National biological defence research and development programmes 

Facilities 

Complete a form for each facility declared in accordance with paragraph 7 in Form A, 

part 2 (ii). 

In shared facilities, provide the following information for the biological defence research 

and development portion only. 

 

1. What is the name of the facility? 
Wehrwissenschaftliches Institut für Schutztechnologien – ABC-Schutz 

(Bundeswehr Research Institute for Protective Technologies and NBC-Protection) 

 

2. Where is it located? 

D-29633 Munster/Oertze, Humboldtstrasse 100, Germany 

(53°00 North, 10°08 East) 

 

3. Floor area of microbiological laboratory areas by containment level: 

BSL 2          520 m² 

BSL 3 stationary laboratories       360 m² 
BSL 3 containment (vehicle bound)                         6 m² 

BSL 4          ----- m² 

Total Laboratory Floor Area                    886 m² 

 

4. The organisational structure of the Biological Departments: 

The workload of the Biological Departments of the facility is approx. 90 percent in B-defence and 

approx. 10 percent in bio-analytics. The following detailed personnel list covers the total strength 

for both working areas because of the engagement of some of the personnel in both areas. 

I) Total Number of personnel:  36 

II) Division of personnel civilian  36  
III)         Division of personnel by category 

Scientists     10 

Engineers     06 

Technicians    18 

Admin. and support staff   02 

IV)         Represented scientific disciplines: 

Biology, biochemistry, immunology, molecular biology, bacteriology, mycology, virology, 

toxicology, toxinology, biotechnology, environmental toxicology, aerosol biology, 

disinfection, drinking water treatment 
V)         Contractor staff:                                   03 (of 36 total number of personnel) 

VI)         Source of funding:   

- Federal Ministry of Defence  

- EU FP 7 (European Union, Seventh Framework Programme) 

- EDA (European Defense Agency) 

VII)         Funding levels for the following program areas:  
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 The funding for the 90 percent share for personnel, consumable items and 

 equipment in 2014 was approx. 2.4 Mio EURO. 

Research                 40 % 

Development                30 % 

Test and Evaluation                                        30 % 

  

VIII) Publication policy 

Results will be published in reports to the Federal office for Military Technology and 

Procurement and to the Federal Ministry of Defense. They also will be presented in 
public scientific journals and in national and international scientific meetings and 

symposiums.  

 

IX)          Lists of public available books, papers and reports resulting from the work during the 

previous 12 months: (not included posters and other presentations) 

- Hülseweh, B., T. Rülker, T. Pelat, C. Langermann, A. Frenzel, T. Schirrmann, S. Dübel, 

P. Thullier, M. Hust: Human like antibodies neutralizing Western equine encephalitits 

virus. MAbs, pp. 718-727, Vol. 6 (3), Feb. 2014 

- Köhne, S.: Mobile feldfähige B-Laborinfrastruktur, CPM forum, cpm communication 

 press marketing gmbh, pp. 66-68, Vol. 26, 2014 
 

5. Brief description of the biological defence work carried out at the facility, including studies using 

types of micro-organisms and/or toxins in the laboratories as well as outdoor studies e.g. of 

biological aerosols. 

 

 For these purposes microbiological safety laboratories of biosafety levels BSL 1- 3 and biosafety  

 S 1 laboratories for genetically engineered agents are operated, which allow development and 

research in all areas of the B-protection and the investigation of suspect samples in case of CBRN 

scenarios. 

 The mission is to close capability gaps in the B-defense of the Bundeswehr. Development and 

optimization of the rapid identification/detection of biowarfare agents, development of the 

elemental basics for the generation and verification of protection factors and both outline and 

establishment of new and pioneering approaches in decontamination are the primary focus of 

the biological laboratories and B-detection.  

a. Development of early-warning systems permitting non-specific identification of toxins,  

              bacteria and viruses, 

b. Optimization of the properties of the available, previously generated detection molecules in    

  their specificity, affinity and avidity for use in the immunological detection and identification     

  systems, which inevitably must be suitable also for field-use. Using new technologies (e.g.   

  development and identification of recombinant antibodies), the repertoire of antibodies and     

  detection molecules for biological agents is constantly expanded.   

c.   Optimization and automation of immunological and molecular genetical identification     
  methods. 

d. Development of equipment and procedures for sampling and rapid and accurate 

identification of toxins and pathogenic agents in samples from air, water, soil, vegetation 

(sensor-equipment, collectors, detection kits, automation). 

e. Sample concentration and preparation incl. inactivation for identification in different 

matrices. 

f. Efficient sample processing and risk mitigation method for both ensuring safe handling and 

preparation of the mixed CBRN samples for the following identification analysis of the CBRN 

agents. Aim is to develop a set of validated procedures for the separation and preparation of 
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a potential mixture of CBRN agents into distinct C, B, RN aliquots and to obtain to be further 

prepared for simultaneously, parallel and/or successively identification analyses, independent 

of sample matrix, without an impact on each CBRN compound and reducing the turn-around-

time for analysis. 

g. Stability-tests for B-agents in different matrices. 

h. Development of procedures for disinfection, decontamination and detoxification. 

i. B-Agents and toxin laboratory analysis with suspect samples. 

j. Toxin preparation and analytics. 

k. Participation in round-robin excercises, organization of exercises, etc. 
l. Nanotechnology for materials like clothes, paints, etc. 

 
The current programme covers non-human/non-animal pathogen biosafety level 1 and 

pathogenic biosafety level 2 and 3 organisms as well as low-molecular weight toxins. 

Outdoor studies were performed for water-purification tests using Bacillus atrophaeus spores and 

E. coli phages as simulants outside the laboratories.  
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Form A, part 2 (iii) 

National biological defence research and development programmes 

Facilities 

Complete a form for each facility declared in accordance with paragraph 7 in Form A, 

part 2 (ii). 

In shared facilities, provide the following information for the biological defence research 

and development portion only. 

 

1. What is the name of the facility? 

Zentrales Institut des Sanitätsdienstes der Bundeswehr Kiel, Abteilung II – Veterinärmedizin, 

Laborgruppe Spezielle Tierseuchen- und Zoonosendiagnostik (Central Institute of the Bundeswehr 
Medical Service Kiel, Laboratory for Infectious Animal Diseases and Zoonosis). 

 

2. Where is it located? 

D-24119 Kronshagen, Kopperpahler Allee 120. 

(54°20´24´´ N, 10°05´37´´ E) 

 

3. Floor area of laboratory areas by containment level: 

BL 2                                                                           274 m2 

BL 3                                                                             47 m2 

BL 4                                                                              -- 
Total Laboratory Floor Area                                 321 m2 

 

4. The organisational structure of the facility: 

The workload is 75 per cent in the diagnosis of infectious animal diseases and zoonosis and 25 per 

cent in B-defence. 

I) Total Number of personnel:  6 

II) Division of personnel  

Military     3 

 Civilian     3  

III)         Division of personnel by category 
Scientists     3 

Technicians    3 

IV)         Represented scientific disciplines: 

Veterinary medicine, microbiology, virology, bacteriology, parasitology, molecular 

biology, immunology  

V)         Contractor staff:                                           1 

VI)         Source of funding:                       Federal Ministry of Defence 

VII) Funding levels for the following program areas:  

 The funding for consumable items and equipment in 2014 was approx. 0.63 million EURO. 
Development    30 % 

Test and Evaluation   25 % 

Diagnosis     40 % 

Education and Training          5 % 

VIII)  Publication Policy 

 Results will be published primarily in reports to the Federal Ministry of Defence and in        
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journals for military medicine or technology. Additional presentations occur in public  

scientific journals as well as national and international scientific meetings and   

symposiums. 

 

IX)         Provide a list of publicly- available papers and reports resulting from the work published     

                      during the previous 12 month (To include authors, titles and full references): 

 

1. Petrov, A., Schotte, U., Pietschmann, J., Dräger, C., Beer, M., Anheyer-Behmenburg, 

H., Goller, K.V., Blome, S.: Alternative sampling strategies for passive classical and 
African swine fever surveillance in wild boar. 

Vet Microbiol 2014 Oct 10; 173 (3-4):360-365. doi: 10.1016/j.vetmic.2014.07.030. 

2. Szabo, K., Trojnar, E., Johne, R., Binder, A., Anheyer-Behmenburg, H., Schotte, U., 

Ellerbroek, L., Klein, G.; Entwicklung eines sensitiven Nachweisverfahrens für 

Hepatitis E-Viren in Mineralwasser 

55. Arbeitstagung des Arbeitsgebietes Lebensmittelhygiene der DVG, 23.-26. 

September 2014, Garmisch-Patenkirchen 

3. Schotte, U., Anheyer-Behmenburg, H., Klein, G., Tandler, H., Binder, A.: 

Epidemiologieund Diagnostik von lebensmittelübertragenen Viren.     

Wehrmedizin und Wehrpharmazie 3/2014, 40-42 
4. Stephan, S., Guerra, D., Pospischil, A., Hilbe, M., Weissenböck, H., Novotny, L. , 

Greub, G., Croxatto, A., Teifke, J., Ulrich, R., Schlegel, M., Ruhl, S., Schotte, U., Binder, 

A., Sauer, S., Borel, N.: Chlamydiaceae and Chlamydia-like organisms in free-living 

small mammals in Europe and Afghanistan. 

J Wildl Dis, 50(2), 2014, DOI: 10.7589/2013-08-194 

5. Binder, A., Tandler, H., Pöllein, W., Schotte, U.: Epidemiology and Detection of    

     Norovirus in Military Facilities in Germany and in Kosovo, Medical Biodefense  

     Conference 2013, Institut für Mikrobiologie der Bundeswehr München, 22 bis 25  

     Oktober 2013. 

6. Frickmann, H., Schwarz, N.G., Wiemer, D.F., Fischer, M., Tannich, E., Scheid, P.L., 
Müller, M., Schotte, U., Bock, W., Hagen, R.M.: Food and Drinking Water Hygiene and 

Intestinal Protozoa in Deployed German Soldiers. 

Europ J Microbiol Immunol. 2013 3 (1), 53-60 

 

5. Brief description of the biological defence work carried out at the facility, including 
types of micro-organisms and/or toxins studied, as well as outdoor studies of biological 

aerosols: 

a.  Development and evaluation of diagnostic systems permitting specific identification 

                     of microorganisms, parasites, viruses and toxins 

        b.   Development of test kits for use in a deployable containerised field laboratory 

              c.    Diagnosis of zoonoses i.e. Q-fever, anthrax, rabies, leishmaniasis, avian influenza and     
                     other  influenza viruses, Hepatitis E-Virus, Anaplasma sp. 

        d.   Diagnosis of infectious animal diseases, especially swine fever and babesiosis, 

       bovine viral Diarrhea Virus, Schmallenberg-Virus 

        e.   Diagnosis of food and waterborne threats, i.e. Vibrio cholerae and Norovirus, 

         Hepatitis E-virus 

f.    Evaluation of test kits for the detection of Clostridium botulinum and  Clostridium 

                     perfringens toxins 

The current program covers RG I, II and III organisms. 

No outdoor studies of biological aerosols. 
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Form A, part 2 (iii) 

National biological defence research and development programmes 

Facilities 

Complete a form for each facility declared in accordance with paragraph 7 in Form A, 

part 2 (ii). 

In shared facilities, provide the following information for the biological defence research 

and development portion only. 

 

1. What is the name of the facility? 

Schule ABC-Abwehr und gesetzliche Schutzaufgaben der Bundeswehr (CBRN Defence, Safety and 

Environmental Protection School) 

 
2. Where is it located? 

D-87527 Sonthofen/Allgäu, Mühlenweg 12 

(47°31’ N, 10°17’ E) 

 

3. Floor area of laboratory areas by containment level: 

BL 2                                                                            270 m2 

BL 3                                                                               -- 

BL 4                                                                               -- 

Total Laboratory Floor Area                                  270 m2 

 
4. The organisational structure of the facility: 

The workload of the Biology Section of the facility is approx. 95 per cent in B-defence and 5 per 

cent in environmental protection. The following personnel figures cover the total strength for 

both working areas because of the engagement of some of the personnel in both areas. 

I) Total Number of personnel:                             14 

II) Division of personnel  

 Civilian       3 

 Military       11 

III) Division of personnel by category 

Scientists       4 
Engineers       2 

Technicians      4 

Admin. and support staff     4 

IV) Represented scientific disciplines: 

Molecular biology, toxicology, serology, microbiology, entomology 

V) Contractor staff:      0 

VI) Source of funding: 

Federal Ministry of Defence 

VII) Funding levels for the following program areas:  
 The funding for the 95 percent share for consumable items and  equipment in 2014     

                     was approx. 0.2 Mio EURO. 

Development    30 % 

Test and Evaluation   20 % 

               Education and Training   50 % 

VIII)Publication policy 

Results will be published published primarily in reports to the Federal Office for Military 
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Technology and Procurement and to the Federal Ministry of Defence and will be 

presented in scientific meetings 

    IX) Provide a list of publicly- available papers and reports resulting from the work published  

          during the previous 12 month (To include authors, titles and full references): 

None 

 

5.   Brief description of the biological defence work carried out at the facility, including types of   

       micro-organisms and/or toxins studied, as well as outdoor studies of biological aerosols: 

a.  Conceptual development of biological defence in the Bundeswehr 
b.  Initiation of and participation in the development of biological defence material and    

     equipment; drafting of operational requirements 

c.  Review and establishment of detection methods for pathogens and toxins suitable for military    

use 

d.  Development of identification methods for the detection of low molecular toxins 

e.  Training of NBC defence personnel (theory and practice) including familiarization with the 

handling of vectors, microorganisms and toxins 

f.  Training support for non-military government authorities 

g.  Training support for military personnel of other states 

h.  Initiation and expert monitoring of studies in the field of biological defence 
i.  Drafting of joint publications for biological defence 

The current program covers RG I and II organisms, inactivated material of pathogens 

RG III and IV, insects and ticks as well as high and low-molecular toxins; no work has been done 

with active viruses. 

No outdoor studies of biological aerosols. 
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Form A, part 2 (iii) 

National biological defence research and development programmes 

Facilities 

Complete a form for each facility declared in accordance with paragraph 7 in Form A, 

part 2 (ii). 

In shared facilities, provide the following information for the biological defence research 

and development portion only. 

 

1. What is the name of the facility? 
Centre for Biological Threats and Special Pathogens (Zentrum für Biologische 

Gefahren und Spezielle Pathogene, ZBS) at the Robert Koch Institute (RKI) 

 

2. Where is it located (include both address and geographical location)? 

Nordufer 20, 13353 Berlin, Germany (52°32' N 13°20' E) 

Seestraße 10, 13353 Berlin, Germany (52°32' N 13°20' E) 

 

3. Floor area of laboratory areas by containment level: 

BL2 3350 sqm 

BL3 130 sqm 
BL4 0 sqm 

Total laboratory floor area 3480 sqm 

 
(In February 2015 a new laboratory building – including BSL4-laboratory space – was inaugurated. Technical 

evaluations will be carried out in 2015; work on pathogenes – including risk group 4 pathogens – is expected to start 
later in 2015.) 

 

4. The organizational structure of each facility. 

(i) Total number of personnel 117 

(ii) Division of personnel: 

Military 0 

Civilian 117 

(iii) Division of personnel by category: 

Scientists 70 
Engineers 1 

Technicians 41 

Administrative and support staff 5 

(iv) List the scientific disciplines represented in the scientific/engineering staff. 

• Bacteriology 

• Biology 

• Biochemistry 

• Bioinformatics 

• Biotechnology 

• Cell biology 

• Chemistry 

• Chemometrics 

• Genomics 

• Human biology 
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• Immunology 

• Laboratory medicine 

• Medicine 

• Microbiology 

• Molecular biology 

• Molecular medicine 

• Proteomics 

• Spectroscopy 

• Toxicology 

• Veterinary medicine 

• Virology 

• Zoology 

 

(v) Are contractor staff working in the facility? If so, provide an approximate 
number. 

46 of the 117 staff are contractor staff. The sources of funding for the 

contractors are listed under 4 (vi). 

(vi) What is (are) the source(s) of funding for the work conducted in the facility, 

including indication if activity is wholly or partly financed by the Ministry of 

Defence? 

Bernhard Nocht Institute for Tropical Medicine Hamburg (Germany), 

Federal Chancellery, Federal Foreign Office, Federal Ministry for Economic 

Affairs and Energy, Federal Ministry of Health, Federal Ministry for 

Education and Research, Federal Office of Civil Protection and Disaster 
Assistance, German Academic Exchange Service (DAAD), State of Bavaria, 

State of Berlin, European Centre for Disease Prevention and Control, 

European Commission, foreign governmental agencies, World Health 

Organisation  (WHO), industry, non-governmental organisations. 

There is no funding by the Ministry of Defence. 

(vii) What are the funding levels for the following programme areas: 

The total funding of the Federal Ministry of Health for personnel, 

consumable items and equipment for ZBS in 2014 was approximately 6.3 

million EURO. 

- Research and development  85 percent   
- Test and evaluation   15 percent 

(viii) Briefly describe the publication policy of the facility: 

Scientists are encouraged to publish their results in peer reviewed scientific 

journals as well as present their work at national and international 

professional meetings. 

The Robert Koch Institute signed the Berlin Declaration on Open Access to 

Knowledge in the Sciences and Humanities, available at 

http://oa.mpg.de/lang/en-uk/berlin-prozess/berliner-erklarung/. 

Under the Dual Use Regulations of the Robert Koch Institute scientists are 

required to assess the dual use potential of their research before a project 
is started, during the project period and before results are published. 

(ix) Provide a list of publicly-available papers and reports resulting from the 

work published during the previous 12 months. (To include authors, titles 

and full references.) 

1. Adini B, Verbeek L, Trapp S, Schilling S, Sasse J, Pientka K, Böddinghaus B, 

Schaefer H, Schempf J, Brodt R, Wegner C, Lev B, Laor D, Gottschalk R, 

Biederbick W (2014): Continued vigilance – development of an online 
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evaluation tool for assessing preparedness of medical facilities for 

biological events. Front. Public Health 2: 35. Epub Apr 14. doi: 

10.3389/fpubh.2014.00035. 

2. Aghaie A, Aaskov J, Chinikar S, Niedrig M, et al. (2014): Frequency of 

dengue virus infection in blood donors in Sistan and Baluchestan 

province in Iran. Transfus. Apher. Sci. 50 (1): 59-62. Epub 2013 Nov 27. 

doi: 10.1016/j.transci.2013.07.034. 

3. Al Baqlani SA, Sy BT, Ratsch BA, Al Naamani K, Al Awaidy S, Al Busaidy S, 

Pauli G, Bock CT (2014): Molecular epidemiology and genotyping of 
hepatitis B virus of HBsAg-positive patients in Oman. PLoS ONE 9 (5): 

e97759. Epub May 16. doi: 10.1371/journal.pone.0097759. 

4. Andernach IE, Leiss LV, et al. (2014): Characterization of hepatitis delta 

virus in sub-Saharan Africa. J. Clin. Microbiol. 52 (5): 1629-1636. Epub 

Mar 5. doi: 10.1128/JCM.02297-13. 

5. Baggi F, Taybi A, Kurth A, et al. (2014): Management of pregnant women 

infected with Ebola virus in a treatment centre in Guinea, June 2014. 

Euro Surveill. 19 (49): pii: 20983. Epub Dec 11. 

6. Baker MJ, Trevisan J, Bassan P, Bhargava R, Butler HJ, Dorling KM, 

Fielden PR, Fogarty SW, Fullwood NJ, Heys KA, Hughes C, Lasch P, et al. 
(2014): Using Fourier transform IR spectroscopy to analyze biological 

materials. Nat. Protoc. 9 (8): 1771–1791. Epub Jul 3. doi: 

10.1038/nprot.2014.110. 

7. Banhart S, Saied EM, Martini A, Koch S, Aeberhard L, Madela K, Arenz C, 

Heuer D (2014): Improved plaque assay identifies a novel anti-Chlamydia 

ceramide derivative with altered intracellular localization. Antimicrob. 

Agents Chemother. 58 (9): 5537-5546. Epub Jul 7. doi: 

10.1128/AAC.03457-14. 

8. Beekes M, Thomzig A, Schulz-Schaeffer WJ, Burger R (2014): Is there a 

risk of prion-like disease transmission by Alzheimer- or Parkinson-
associated protein particles?. Acta Neuropathol. 128 (4): 463-476. Epub 

Jul 30. doi: 10.1007/s00401-014-1324-9. 

9. Chabierski S, Barzon L, Papa A, Niedrig M, et al. (2014): Distinguishing 

West Nile virus infection using a recombinant envelope protein with 

mutations in the conserved fusion-loop. BMC Infect. Dis. 14: 246. Epub 

May 9. doi: 10.1186/1471-2334-14-246. 

10. Chai W, Zakrzewski SS, Günzel D, Pieper R, Wang Z, Twardziok S, Janczyk 

P, Osterrieder N, Burwinkel M (2014): High-dose dietary zinc oxide 

mitigates infection with transmissible gastroenteritis virus in piglets. 
BMC Vet. Res. 10 (1): 75. Epub Mar 28. doi: 10.1186/1746-6148-10-75. 

11. Chai W, Wang Z, Janczyk P, Twardziok S, Blohm U, Osterrieder N, 

Burwinkel M (2014): Elevated dietary zinc oxide levels do not have a 

substantial effect on porcine reproductive and respiratory syndrome 

virus (PPRSV) vaccination and infection. Virol. J. 11: 140. Epub Aug 8. doi: 

10.1186/1743-422X-11-140. 

12. Chenau J, Fenaille F, Caro V, Haustant M, Diancourt L, Klee SR, et al. 

(2014): Identification and validation of specific markers of Bacillus 

anthracis spores by proteomics and genomics approaches. Mol. Cell. 
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Proteomics 13 (3): 716–732. Epub 2013 Dec 29. doi: 

10.1074/mcp.M113.032946.  

13. Daus ML, Beekes M, Lasch P (2014): Infrarotspektroskopie zur 

Strukturuntersuchung von Prionen. BIOspektrum 20 (1): 36–38. 

14. Dobler G, Fingerle V, Hagedorn P, Pfeffer M, Silaghi C, Tomaso H, 

Henning K, Niedrig M (2014): Gefahren der Übertragung von 

Krankheitserregern durch Schildzecken in Deutschland. 

Bundesgesundheitsblatt – Gesundheitsforschung – Gesundheitsschutz 

57 (5): 541–548. Epub Apr 25. doi: 10.1007/s00103-013-1921-0. 

15. Dorner BG, Werber D, Dorner MB, Stark K, Glasmacher S, Schaade L, 

Burger R, Schmutzhard E (2014): „Chronischer Botulismus“ – Als neue 

Krankheit nicht belegt. Dtsch. Arztebl. 111 (35–36): A1468–1470. 

16. Ebner F, Rausch S, Scharek-Tedin L, Pieper R, Burwinkel M, et al. (2014): 
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5. Briefly describe the biological defence work carried out at the facility, including 

type(s) of micro-organisms1 and/or toxins studied, as well as outdoor studies of 
biological aerosols: 

 

The Centre for Biological Threats and Special Pathogens is divided into a Federal    

Information Centre for Biological Threats and Special Pathogens ( 

Informationsstelle des Bundes für Biologische Gefahren und Spezielle 

Pathogene, IBBS) and six departments (ZBS 1-6). The departments are briefly 

described below. More information can be obtained on the RKI homepage: 

http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/Ce

nterBioSafety_node.html. 

The responsibility of the Federal Information Centre for Biological Threats and 
Special Pathogens (IBBS) is to strengthen national public health preparedness 

and response capabilities to biological threats caused by highly pathogenic or 

bioterrorism-related agents (“special pathogens”). IBBS provides support for the 

public health sector regarding recognition, situation assessment and response to 

unusual biological incidents related to bioterrorism or any natural occurrence or 

accidental release of highly pathogenic agents. Tasks include in particular 

preparedness and response planning for incidents related to special pathogens 

and response to bioterrorism or any unusual biological incident caused by 

special pathogens. In addition, the Office of the Permanent Working Group of 
Medical Competence and Treatment Centers (STAKOB) is located in IBBS. More 

information can be obtained using the following link: 

http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/ib

bs/ibbs_node.html. 

ZBS 1, the Department for Highly Pathogenic Viruses, is responsible for the 

establishment of diagnostic methods to detect high-risk pathogens, in particular 

imported viruses and viruses that could be used for bioterrorist attacks, for the 

establishment of methods to detect genetically modified viruses, for the 

development of antigen-based detection methods for risk category 3 pathogens 

                                                           
 1 Including viruses and prions.  
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(eventually, risk category 4 pathogens), for the development of rapid and 

sensitive nucleic acid-based detection methods for the identification, 

characterisation and differentiation of pathogens of high-risk groups, for the 

development of strategies for the combat and prevention of infections with 

highly pathogenic viruses, for research on these pathogens in order to improve 

both therapy and prophylactics, for research on mechanisms of pathogenesis of 

both wild-type viruses and genetically modified viruses that could be used as 

bioweapons, for the development of SOPs (standard operating procedures) for 

diagnostics, for the provision of reference samples, standards and materials for 
diagnostics, for quality management and further development of detection 

methods based on serologic or virologic parameters or the pathogen’s molecular 

biology; interlaboratory experiments, and for the organisation of collaborations 

with European and international high level disease safety laboratories (including 

ENIVD). In addition, the central sequencing laboratory of the RKI is located in 

ZBS 1, and the national Consultant Laboratory for pox viruses is affiliated to 

ZBS1. More information can be obtained using the following link: 

http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/zb

s1/zbs1_node.html. 

ZBS2, the Department for Highly Pathogenic Microorganisms, is responsible for 
the organisation of the diagnostics of samples with bioterrorism suspicion within 

ZBS, for the development and optimisation of microbiological, molecular 

biological and immunological detection systems for the identification, 

characterisation and differentiation of highly pathogenic microorganisms, for 

the management of a culture collection with highly pathogenic and other 

relevant microorganisms, for the supply of reference materials for diagnostics of 

relevant microbial pathogens within the framework of cooperative projects, for 

quality assurance measures in the field of diagnostics (QUANDHIP project), for 

research in the field of epidemiology, pathogenesis and genetics of selected 

highly pathogenic bacteria with a focus on B. anthracis and F. tularensis, for the 
Working Group “Cellular interactions of bacterial pathogens” with a focus on F. 

tularensis and amoebae as a reservoir for bacterial pathogens, for the 

development and testing of decontamination and disinfection processes in 

particular for bioterrorist attacks, and for studies on the evidence and tenacity 

of highly pathogenic microorganisms under different environmental conditions. 

For these activities, the department is running a BSL 3 laboratory. In addition, 

ZBS2 is involved in UNSGM training activities. More information can be obtained 

using the following link: 

http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/zb
s2/zbs2_node.html. 

ZBS3, the Department for Biological Toxins, is responsible for the diagnostics of 

microbial and plant toxins that could be used for bioterrorist attacks using 

techniques based on cell biological, genetical and serological parameters, as well 

as chromatographic methods and mass spectroscopy, for the development of 

SOPs for diagnostics, for the provision of reference samples, reference bacterial 

strains and standards, storage of diagnostic material, for the adaptation of the 

diagnostic materials to the expected sample material, for the development of 

strategies for the detection of novel and modified toxins and agents, for 

research on the pathogenesis of the diseases induced, for inter-laboratory 
experiments to assure the quality of diagnostics (EU project EQuATox), and for 

contribution to the development of standard therapies. More information can 

be obtained using the following link: 
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http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/zb

s3/zbs3_node.html. 

ZBS4, the Department for Advanced Light and Electron Microscopy, is 

responsible for the rapid diagnostic electron microscopy (EM) of pathogens: 

primary diagnostics, identification and differentiation of bacterial and viral 

pathogens in environmental and patient samples, for the morphological 

characterisation and classification of both novel and rare pathogens by EM, for 

the development, testing and standardisation of preparation methods for 

diagnostic EM of pathogens, and for the organisation of an international quality 
assurance testing scheme and of advanced training courses to preserve and 

improve quality standards in diagnostic EM light and electron microscopy 

investigations of pathogens and mechanisms of their infectivity, pathogenicity or 

tenacity. ZBS 4 is the core facility for digital photography, image documentation 

and for light and electron microscopy at the RKI. Affiliated to it is the Consultant 

Laboratory for Diagnostic Electron Microscopy of Infectious Pathogens. More 

information can be obtained using the following link: 

http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/zb

s4/zbs4_node.html. 

ZBS5, the Department for Biosafety Level 4 Laboratory, is responsible for the 
planning, setting up and operating a biosafety level 4 (BSL-4) laboratory within 

the Robert Koch Institute, for the establishment of diagnostic methods and 

diagnostic of pathogens in biosafety level 4, for the development of strategies 

for the prevention, decontamination and control of highly pathogenic viruses 

together with the Federal Information Centre for Biological Threats and Special 

Pathogens and ZBS 1, for the development of decontamination and disinfection 

measures for BSL-4 pathogens, for investigating the ability of BSL-4 pathogens to 

survive in biological and environmental samples, for participation in / 

organisation of inter-laboratory tests for quality assurance of diagnostics 

(national and international). More information can be obtained using the 
following link: 

http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/zb

s5/zbs5_node.html. 

ZBS6, the Department for Proteomics and Spectroscopy, is responsible for the 

characterisation of highly pathogenic microorganisms by means of proteomic 

techniques (MALDI-TOF and ESI-MS, 2D-PAGE) and bioinformatics, for research 

on the molecular and structural bases underlying the proteinaceous seeding 

activity of prions and other self-replicating protein particles (“prionoids”) in 

transmissible and non-transmissible proteinopathies, for proteomics and 
molecular biology of proteinopathies and neurodegenerative diseases, for rapid 

detection of pathogens by vibrational (infrared and Raman) spectroscopy and 

microspectroscopy, for the development of methods for the characterisation of 

agents with bioterrorism potential based on surface-enhanced and tip-enhanced 

Raman spectroscopy (SERS, TERS), for the characterisation of cells, cell clusters 

and tissue structures for pathologically and/or chronically degenerative 

processes by means of microspectroscopic techniques (Raman, infrared and 

MALDI microspectroscopy and imaging) in combination with modern methods of 

bioinformatics. Two research groups are located in ZBS 6, the Research Group 

Prions and Prionoids and the Research Group Proteinopathies / 
Neurodegenerative Diseases. More information can be obtained using the 

following link: 
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http://www.rki.de/EN/Content/Institute/DepartmentsUnits/CenterBioSafety/zb

s6/zbs6_node.html. 

A list of highly pathogenic biological agents and toxins for which detection 

methods are established at the RKI can be obtained using the following link: 

http://www.rki.de/EN/Content/Prevention/Bioterrism/Diagnostik/diagnostics-

detection_node_en.html. 

The list contains abrin, Bacillus anthracis, Brucella melitensis, abortus and spp., 

Burkholderia mallei and pseudomallei, Clostridium botulinum toxins, Coxiella 

burnetii, Francisella tularensis, ricin, staphylococcal enterotoxins / 
Staphylococcus aureus, Variola major, Venezuelan equine encephalomyelitis 

virus, haemorrhagic fever viruses, and Yersinia pestis. Please note that for 

several of the agents listed only diagnostics are developed while no research on 

the pathogen itself is carried out, e.g. smallpox virus. 

Outdoor studies of biological aerosols have not been conducted. 
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Form B 

Exchange of information on outbreaks of infectious diseases and similar 

occurrences caused by toxins 

   

Data and information on infectious diseases and public health are published weekly by the Robert 

Koch Institut in “Epidemiologisches Bulletin”. The Bulletin is available on the following RKI 

homepage: http://www.rki.de/DE/Content/Infekt/EpidBull/epid_bull_node.html   

Under the OIE WAHIS/WAHID reporting system Germany in 2014 provided information about 

exceptional animal disease events regarding four outbreaks of low pathogen avian influenza in 

poultry. Information can be obtained by using the following link: 

www.oie.int/wahis_2/public/wahid.php/Countryinformation/Countryreports     
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Form C 

 

Encouragement of publication of results and promotion of use of knowledge 

 

   

Germany encourages scientist and scientific institutions to publish the results of research without 
any restrictions in scientific journals as well as presenting their work at national and international 

professional meetings. In sensitive research and development areas scientist and scientific 

institutions are advised to publish under peer review procedures. 

 

The Robert Koch Institute as well as other German scientific and professional institutions signed 

the Berlin Declaration on Open Access to Knowledge in the Sciences and Humanities, available at 

http://oa.mpg.de/lang/en-uk/berlin-prozess/berliner-erklarung/ 
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Form G 

Declaration of vaccine production facilities 

A.1. Name of Facility 

Novartis Vaccines and Diagnostics GmbH 

2. Location (mailing address): 

Postfach 1630 

D-35006 Marburg 

3. General description of the types of diseases covered: 

Botulism (toxin, toxoid), diphtheria, influenza, pertussis, rabies, tetanus, tick-borne encephalitis and 

meningococcal meningitis A, B, C, W, Y 
 

B.1. Name of Facility 

Rhein Biotech GmbH (Dynavax Europe) 

2. Location (mailing address): 

Eichsfelder Str. 11 

D-40595 Düsseldorf 

3. General description of the types of diseases covered: 

Hepatitis B (commissioned production, no own licence for marketing) 

 
C.1. Name of Facility 

Vibalogics GmbH 

2. Location (mailing address): 

Zeppelinstr. 2 

D-27472 Cuxhaven 

3. General description of the types of diseases covered: 

 Prophylactic and therapeutic bacterial and viral vaccines (commissioned production for clinical trials, 

no own license for marketing) 

 

D.1. Name of Facility 
IDT Biologika GmbH 

2. Location (mailing address): 

Postfach 400214 

D-06861 Dessau-Roßlau 

3. General description of the types of diseases covered: 

Smallpox (modified vaccinia virus vaccines), recombinant HIV vaccines (Investigational Medicinal 

Products), recombinant malaria vaccines (Investigational Medicinal Products), Ebola Virus and other 

Filovirus vaccines (Investigational Medicinal Products) 

 

E.1. Name of Facility 
GlaxoSmithKline Biologicals (Branch of SB Pharma GmbH & Co KG) 

2. Location (mailing address): 

Zirkusstr. 40 

D-01069 Dresden 

3. General description of the types of diseases covered: 

Influenza virus vaccine for human immunization purposes 

 

 


