Declaration form on Nothing to Declare or Nothing New to Declare for use
in the information exchange

Measure Nothing to declare Nothing Year of last
new to declaration if
declare nothing new to
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A, part 1 X 2014

A, part 2 (i) X 2014
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E X 2018
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(Please mark the appropriate box(es) for each measure with a tick, and fill in the year
of last declaration in the last column where applicable.)

Date: April, 2021

State Party to the Convention: Czech Republic

Date of ratification/accession to the Convention: 30 April 1973 (former Czechoslovakia)
24 March 1993 (Czech Republic)

National point of contact: State Office for Nuclear Safety
Michal Merxbauer, Ph.D.
Director
Department of Non-Proliferation
Senovazne namesti 9
110 00 Praha 1



Form B

B. Information on outbreaks of infectious diseases and similar occurrences, that
seem to deviate from the normal pattern

In 2020, the following infectious diseases have been reported in the Czech Republic:

Infectious disease Number of cases

2 outbreaks:
Highly Pathogenic Avian Influenza (H5N8) o 15 (back-yard flock)
o 137500 (commercial farm)

COVID-19 718 380

More available on:
https://wabhis.oie.int/#/dashboards/country-or-disease-dashboard
http://www.szu.cz/publikace/data/2020



https://wahis.oie.int/#/dashboards/country-or-disease-dashboard
http://www.szu.cz/publikace/data/2020

Form C

C. Encouragement of publication of results and promotion of use of knowledge

List of the most important publications, which appeared during the year 2020:
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sinefungin. Nature Communication. 11, 3717. https://doi.org/10.1038/s41467-020-
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https://doi.org/10.4149/BLL_2020_026

Pohanka M. (2020) Chapter Eleven - Biosensors commercial off the shelf in
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tularensis Virulence at Gene Level: Network of Transcription Factors.
Microorganisms. 8(10), 1622 https://doi.org/10.3390/microorganisms8101622
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Toxicology. 139; 111280. https://doi.org/10.1016/j.fct.2020.111280
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